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<210> 3 
<211> 2032 
<212> DNA 

<213> Homo sapiens 
<400> 3 

tccatattgt gcttccacca ctgccaataa caaaataact agcaaccatg aagtgggtgg 60 
aatcaatttt tttaattttc ctactaaatt ttactgaatc cagaacactg catagaaatg 120 
aatatggaat agcttccata ttggattctt accaatgtac tgcagagata agtttagctg 180 
acctggctac catatttttt gcccagtttg ttcaagaagc cacttacaag gaagtaagca 240 
aaatggtgaa agatgcattg actgcaattg agaaacccac tggagatgaa cagtcttcag 300 
ggtgtttaga aaaccagcta cctgcctttc tggaagaact ttgccatgag aaagaaattt 360 
tggagaagta cggacattca gactgctgca gccaaagtga agagggaaga cataactgtt 420 
ttcttgcaca caaaaagccc actccagcat cgatcccact tttccaagtt ccagaacctg 480 
tcacaagctg tgaagcatat gaagaagaca gggagacatt catgaacaaa ttcatttatg 540 
agatagcaag aaggcatccc ttcctgtatg cacctacaat tcttctttgg gctgctcgct 600 
atgacaaaat aattccatct tgctgcaaag ctgaaaatgc agttgaatgc ttccaaacaa 660 
aggcagcaac agttacaaaa gaattaagag aaagcagctt gttaaatcaa catgcatgtg 720 
cagtaatgaa aaattttggg acccgaactt tccaagccat aactgttact aaactgagtc 780 
agaagtttac caaagttaat tttactgaaa tccagaaact agtcctggat gtggcccatg 840 
tacatgagca ctgttgcaga ggagatgtgc tggattgtct gcaggatggg gaaaaaatca 900 
tgtcctacat atgttctcaa caagacactc tgtcaaacaa aataacagaa tgctgcaaac 960 
tgaccacgct ggaacgtggt caatgtataa ttcatgcaga aaatgatgaa aaacctgaag 1020 
gtctatctcc aaatctaaac aggtttttag gagatagaga ttttaaccaa ttttcttcag 1080 
gggaaaaaaa tatcttcttg gcaagttttg ttcatgaata ttcaagaaga catcctcagc 1140 
ttgctgtctc agtaattcta agagttgcta aaggatacca ggagttattg gagaagtgtt 1200 
tccagactga aaaccctctt gaatgccaag ataaaggaga agaagaatta cagaaataca 1260 
tccaggagag ccaagcattg gcaaagcgaa gctgcggcct cttccagaaa ctaggagaat 1320 
attacttaca aaatgcgttt ctcgttgctt acacaaagaa agccccccag ctgacctcgt 1380 
cggagctgat ggccatcacc agaaaaatgg cagccacagc agccacttgt tgccaactca 1440 
gtgaggacaa actattggcc tgtggcgagg gagcggctga cattattatc ggacacttat 1500 
gtatcagaca tgaaatgact ccagtaaacc ctggtgttgg ccagtgctgc acttcttcat 1560 
atgccaacag gaggccatgc ttcagcagct tggtggtgga tgaaacatat gtccctcctg 1620 
cattctctga tgacaagttc attttccata aggatctgtg ccaagctcag ggtgtagcgc 1680 
tgcaaacgat gaagcaagag tttctcatta accttgtgaa gcaaaagcca caaataacag 1740 
aggaacaact tgaggctgtc attgcagatt tctcaggcct gttggagaaa tgctgccaag 1800 
gccaggaaca ggaagtctgc tttgctgaag agggacaaaa actgatttca aaaactcgtg 1860 
ctgctttggg agtttaaatt acttcagggg aagagaagac aaaacgagtc tttcattcgg 1920 
tgtgaacttt tctctttaat tttaactgat ttaacacttt ttgtgaatta atgaaatgat 1980 
aaagactttt atgtgagatt tccttatcac agaaataaaa tatctccaaa tg 2032 

<210> 4 

<211> 1773 

<212> DNA 

<213> Homo sapiens 
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<400> 4 

acactgcata gaaatgaata tggaatagct tccatattgg attcttacca atgtactgca 60 
gagataagtt tagctgacct ggctaccata ttttttgccc agtttgttca agaagccact 120 
tacaaggaag taagcaaaat ggtgaaagat gcattgactg caattgagaa acccactgga 180 
gatgaacagt cttcagggtg tttagaaaac cagctacctg cctttctgga agaactttgc 240 
catgagaaag aaattttgga gaagtacgga cattcagact gctgcagcca aagtgaagag 300 
ggaagacata actgttttct tgcacacaaa aagcccactc cagcatcgat cccacttttc 360 
caagttccag aacctgtcac aagctgtgaa gcatatgaag aagacaggga gacattcatg 420 
aacaaattca tttatgagat agcaagaagg catcccttcc tgtatgcacc tacaattctt 480 
ctttgggctg ctcgctatga caaaataatt ccatcttgct gcaaagctga aaatgcagtt 540 
gaatgcttcc aaacaaaggc agcaacagtt acaaaagaat taagagaaag cagcttgtta 600 
aatcaacatg catgtgcagt aatgaaaaat tttgggaccc gaactttcca agccataact 660 
gttactaaac tgagtcagaa gtttaccaaa gttaatttta ctgaaatcca gaaactagtc 720 
ctggatgtgg cccatgtaca tgagcactgt tgcagaggag atgtgctgga ttgtctgcag 780 
gatggggaaa aaatcatgtc ctacatatgt tctcaacaag acactctgtc aaacaaaata 840 
acagaatgct gcaaactgac cacgctggaa cgtggtcaat gtataattca tgcagaaaat 900 
gatgaaaaac ctgaaggtct atctccaaat ctaaacaggt ttttaggaga tagagatttt 960 
aaccaatttt cttcagggga aaaaaatatc ttcttggcaa gttttgttca tgaatattca 1020 
agaagacatc ctcagcttgc tgtctcagta attctaagag ttgctaaagg ataccaggag 1080 
ttattggaga agtgtttcca gactgaaaac cctcttgaat gccaagataa aggagaagaa 1140 
gaattacaga aatacatcca ggagagccaa gcattggcaa agcgaagctg cggcctcttc 1200 
cagaaactag gagaatatta cttacaaaat gcgtttctcg ttgcttacac aaagaaagcc 1260 
ccccagctga cctcgtcgga gctgatggcc atcaccagaa aaatggcagc cacagcagcc 1320 
acttgttgcc aactcagtga ggacaaacta ttggcctgtg gcgagggagc ggctgacatt 1380 
attatcggac acttatgtat cagacatgaa atgactccag taaaccctgg tgttggccag 1440 
tgctgcactt cttcatatgc caacaggagg ccatgcttca gcagcttggt ggtggatgaa 1500 
acatatgtcc ctcctgcatt ctctgatgac aagttcattt tccataagga tctgtgccaa 1560 
gctcagggtg tagcgctgca aacgatgaag caagagtttc tcattaacct tgtgaagcaa 1620 
aagccacaaa taacagagga acaacttgag gctgtcattg cagatttctc aggcctgttg 1680 
gagaaatgct gccaaggcca ggaacaggaa gtctgctttg ctgaagaggg acaaaaactg 1740 
atttcaaaaa ctcgtgctgc tttgggagtt taa 1773 

<210> 5 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Lys Trp Val Glu Ser lie Phe Leu lie Phe Leu Leu Asn Phe Thr 

1 5 10 15 

Glu Ser Arg 



<210> 6 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 6 

aaactcgaga agtgggtgga a 21 

<210> 7 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 7 

aaactcgagt taaactccca aagc 



24 



